GENERAL COMMENTS
The authors revealed that the variant c2 allele and carrier with at least one c2 allele of C-1019T SNP significantly increased the risk to GIC but no significant association was found between T7678A SNP and combined analysis of C-1019T and T7678A SNPs to risk of GIC. This paper has simple results and is readable. If the authors add the below results, many people will understand your paper. 
VERSION 1 -AUTHOR RESPONSE
Reponses to comments of Reviewer 1 (Hidetsugu Kohzaki): 1. As your results inconsistent with some previous report, I recommend checking some SNPs described by Magnus Ingelman-Sundberg et al.
Response: We have added and described the inconsistency of SNPs in CYP2E1 gene in previous and current study (paragraph 3) and quoted Ingelman-Sundberg et al's findings (reference #14).
